SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: Henrickson, Kelly J. 

Fan, Jiang (n.m.i.) 

(ii) TITLE OF INVENTION: VIRUS ASSAY METHOD 

(iii) NUMBER OF SEQUENCES: 65 

(iv) CORRESPONDENCE ADDRESS : 

(A) ADDRESSEE: Quarles & Brady 

(B) STREET: 411 East Wisconsin Avenue 

(C) CITY: Milwaukee 

(D) STATE: Wisconsin 

(E) COUNTRY: U.S.A. 

(F) ZIP: 53202-4497 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

O (D) SOFTWARE : Patentln Release #1.0, Version #1.25 

£[ (vi) CURRENT APPLICATION DATA: 
m (A) APPLICATION NUMBER: 

J (B) FILING DATE: 

<l (C) CLASSIFICATION: 

Jj[viii) ATTORNEY/AGENT INFORMATION: 

+" (A) NAME: Baker, Jean C. 

L (B) REGISTRATION NUMBER: 35,433 

£ (C) REFERENCE/DOCKET NUMBER: 650053.91037 

H- (ix) TELECOMMUNICATION INFORMATION: 
08 (A) TELEPHONE: (414) 277-5000 

O (B) TELEFAX: (414) 271-3552 

(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 
ATATCAAGGA CTATAAACAT 20 
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(2) INFORMATION FOR SEQ ID NO: 2: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 
TTCTGGAGAT GTCCCGTAGG A 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

=fl (ii) MOLECULE TYPE: oligonucleotide 

IB (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 

£ 

TAJpCTTCATT ATCAATTGGT GATGCAATAT ATGC 

6 

£ 

(2) INFORMATION FOR SEQ ID NO: 4: 

J"? (i) SEQUENCE CHARACTERISTICS: 
[7 (A) LENGTH: 31 base pairs 

tZ (B) TYPE: nucleic acid 

!f (C) STRANDEDNESS: single 

y (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

TATTCATCAA ACTTAATCAC TCAAGGATGT G 

(2) INFORMATION FOR SEQ ID NO: 5: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 
TAAATTCAGA TATGTATCCT GAT 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 



iQi (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 

AG3JTATGACA TCAACGACAA CAGGA 

(2i)i INFORMATION FOR SEQ ID NO: 7: 

J (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 
-fj (B) TYPE: nucleic acid 

=2 (C) STRANDEDNESS: single 

^ (D) TOPOLOGY: linear 

^ (ii) MOLECULE TYPE: oligonucleotide 

D (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 

TGGCTAAAGA AAAGACAAGT TGTCAATGTC TTAAT 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 

QB3\172142.3 -60- 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
GAGACTATTC CAATAACTCA AAATTA 
(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
CCTATGTTGT TCAAGACAAG 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 
O (B) TYPE: amino acid 

dj (C) STRANDEDNESS: single 

J=; (D) TOPOLOGY: linear 

J= (ii) MOLECULE TYPE: peptide 

p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

^ lie Ser Arg Thr lie Asn 

h 1 5 

(jf) INFORMATION FOR SEQ ID NO: 11: 

2 (i) SEQUENCE CHARACTERISTICS: 
^ (A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11 

Phe Trp Arg Cys Pro Val Gly 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Pro Ser Leu Ser lie Gly Leu Ala lie Tyr 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
^ (D) TOPOLOGY: linear 

yi 

yj (ii) MOLECULE TYPE: peptide 

=p; 

00 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

Jp, 

%! Tyr Ser Ser Asn Leu lie Thr Gin Gly Cys 
0 1 5 10 

4= 

(H INFORMATION FOR SEQ ID NO: 14: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

Asn Cys Asp Met Tyr Pro Asp 

1 5 



(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 8 amino acids 
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(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Thr Tyr Asp lie Asn Asp Asn Arg 
1 5 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

yj Trp Leu Lys Lys Arg Gin Val Val Asn Val Leu 

=P 15 10 

ft— 

.£ 

(|j INFORMATION FOR SEQ ID NO: 17: 

% (i) SEQUENCE CHARACTERISTICS: 
I" (A) LENGTH: 8 amino acids 

L (B) TYPE: amino acid 

r: (C) STRANDEDNESS: single 

T. (D) TOPOLOGY: linear 

|f (ii) MOLECULE TYPE: peptide 

O (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Glu Thr lie Pro lie Thr Gin Asn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 

Pro Met Leu Phe Lys Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19 
ATTTCTGGAG ATGTCCCGTA GGAGAAC 

(2) INFORMATION FOR SEQ ID NO: 20: 



I 
■P 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 29 base pairs 



fig (B) TYPE: nucleic acid 

£ (C) STRANDEDNESS: single 

\| (D) TOPOLOGY: linear 

]= (ii) MOLECULE TYPE: oligonucleotide 

i*~ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

cIpATCCTTG AGTGATTAAG TTTGATGAT 

(jj INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
TACCTTCATT ATCAATTGGT GATGCAATAT ATG 
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(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 
GTCTCATGGA TTCCGATGAT TCACAGCAA 



(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: oligonucleotide 
£ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 
GAtGTACGCT GCATCATGCA GAAGCAGA 

(2jj INFORMATION FOR SEQ ID NO: 24: 

Q (i) SEQUENCE CHARACTERISTICS: 
fl (A) LENGTH: 33 base pairs 

u (B) TYPE: nucleic acid 

m (C) STRANDEDNESS: single 

g (D) TOPOLOGY: linear 

u (ii) MOLECULE TYPE: oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24 

AGGATATGCA TACTGGGAGC ATGTCCAACA CCA 



(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25 
TATGGACAAT AATCCTGGTG TTATTATC 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26 
TAATTTCACT AATGAATTTC CTAAGATC 



(2J INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 
=f (A) LENGTH: 33 base pairs 

00 (B) TYPE: nucleic acid 

£ (C) STRANDEDNESS: single 

SI (D) TOPOLOGY: linear 

£ (ii) MOLECULE TYPE: oligonucleotide 

p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27 

cfgAATACAA GGCTTCTTAC AATTCAGAGT CAT 

(|j INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28 
ACTCTGGACT CAAGAATGAG AAAT 
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(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 
CATATTTGAC AAATAGGCAG GCAT 24 



* 23 



25 



(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

O (ii) MOLECULE TYPE: Oligonucleotide 
=p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30 
ciTCTAACCG AGGTCGAAAC GTA 



(5) INFORMATION FOR SEQ ID NO: 31: 

L (i) SEQUENCE CHARACTERISTICS: 
2 (A) LENGTH: 25 base pairs 

f, (B) TYPE: nucleic acid 

Li (C) STRANDEDNESS: single 

y (D) TOPOLOGY: linear 

O (ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

CGTCTACGCT GCAGTCCTCG CTCAC 
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(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32 
GGCTAAAGAC AAGACCAATC CTGTCACCTC TGACTAA 



(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

( B ) - TYPE : nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 
CAGGCCCCCT CAAAGCCGA 



(2) INFORMATION FOR SEQ ID NO: 34: 

y3 (i) SEQUENCE CHARACTERISTICS: 

=f (A) LENGTH: 25 base pairs 

00 (B) TYPE: nucleic acid 

=£! (C) STRANDEDNESS: single 

<| (D) TOPOLOGY: linear 

J (ii) MOLECULE TYPE: Oligonucleotide 

p. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 

GjiTCTACGCT GCAGTCCTCG CTCAC 



(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 
GGCTAAAGAC AAGACCAATC CTGTCACCTC TGACTAA 
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(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:36 
AGACCAATCC TGTCACCTCT GAC 



(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

O (ii) MOLECULE TYPE: Oligonucleotide 

=p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37 

ffl 

CAjicTGGCAA GTGCACCAGC AGA 

(2j INFORMATION FOR SEQ ID NO: 38: 

hi (i) SEQUENCE CHARACTERISTICS: 
U ( A ) LENGTH: 35 base pairs 

' u (B) TYPE: nucleic acid 

m (C) STRANDEDNESS: single 

£ (D) TOPOLOGY: linear 

° (ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38 

AGTGAGCGAG GACTGCAGCG TAGACGCTTT GTCCA 



(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 
AGACCAATCC TGTCACCTCT GAC 



(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid. 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 
CTGTTGTATA TGAGGCCCAT 



(2) INFORMATION FOR SEQ ID NO: 41: 

J3 (i) SEQUENCE CHARACTERISTICS: 
=P (A) LENGTH: 41 base pairs 

ffl (B) TYPE: nucleic acid 

=p; (C) STRANDEDNESS: single 

HI (D) TOPOLOGY: linear 

J (ii) MOLECULE TYPE: Oligonucleotide 

q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

AgTGAGCGAG GACTGCAGCT GCAGCGTAGA CGCTTTGTCC A 

(g) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 
ATGGCCATCG GATCCTCAAC TCACTC 
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(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 
TCATGTCAGC TATTATGGAG CTGTT 



(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



y (ii) MOLECULE TYPE: Oligonucleotide 
42 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44 
AgjZCAATTCG AGCAGCTGAA ACTGCGGTGG GAGTC 

(J) INFORMATION FOR SEQ ID NO: 45: 

q (i) SEQUENCE CHARACTERISTICS: 
U (A) LENGTH: 26 base pairs 

L (B) TYPE: nucleic acid 

ks (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

u (ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 

ATGGCCATCG GATCCTCAAC TCACTC 



(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:46 
TCAl'GTCAGC TATTATGGAG CTGTT 



(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47 
TATCCCAATT TGGTCAAGAG CACCGATTAT CACCAG 



(2J INFORMATION FOR SEQ ID NO: 48: 

* (i) SEQUENCE CHARACTERISTICS: 
=P (A) LENGTH: 25 base pairs 

Sj (B) TYPE: nucleic acid 

£ (C) STRANDEDNESS: single 

S| (D) TOPOLOGY: linear 

J; (ii) MOLECULE TYPE: Oligonucleotide 

q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48 

ACAATCTAAA acaacaactc TATGC 

(|| INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49 
GTGTATTTGC TGGATGACAG 
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(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50 
ATGCATAACT ATACTCCATA GTCCAGATGG AGCCTGAA 



(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

G (ii) MOLECULE TYPE: Oligonucleotide 

Ms? 

=p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51 
ATGAACAGTT TAACATTACC AAGTGA 

(J§ INFORMATION FOR SEQ ID NO: 52: 

U (i) SEQUENCE CHARACTERISTICS: 
£ (A) LENGTH: 20 base pairs 

!~ (B) TYPE: nucleic acid 

£ (C) STRANDEDNESS: single 

^ (D) TOPOLOGY: linear 

O (ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52 

CCACGATTTT TATTGGATGC 



(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 
GTGTCATGCT ATGGCAAAAC TAAATG 



(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) . TYPE : nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54 
AACTAACCCA TCCAAACTAA GCTATTCCTC AA 



(2J INFORMATION FOR SEQ ID NO: 55: 

-J3 (i) SEQUENCE CHARACTERISTICS: 

=P (A) LENGTH: 20 base pairs 

03 (B) TYPE: nucleic acid 

=p (C) STRANDEDNESS: single 

S| (D) TOPOLOGY: linear 

4= (ii) MOLECULE TYPE: Oligonucleotide 

p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55 

gKstatttgc TGGATGACAG 



(fc) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 
CAAACAACAG TGCTCAACAG TTAAGAAGGA GCTAATCCA 
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(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57 
CTCTTAATCA TCTAATTGTA ATATCCT 



(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

Q (ii) MOLECULE TYPE: Oligonucleotide 

i (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58 

CO 

TTpkGTGTAAC TTTGTGATTG GCAGAG 

(j=j INFORMATION FOR SEQ ID NO: 59: 

H (i) SEQUENCE CHARACTERISTICS: 
j*I (A) LENGTH: 37 base pairs 

Li (B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
£ (D) TOPOLOGY: linear 

° (ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59 

TGGCAATGAT AATCTCAACC TCTCTCATAA TTGCAGC 



(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60 
AGGAGTAAAG TTACGCAAT 



(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61 
TGATTACTTA TCATATACTT G 



{g) INFORMATION FOR SEQ ID NO:62: 

(i) SEQUENCE CHARACTERISTICS: 
£ (A) LENGTH: 25 base pairs 

^ (B) TYPE: nucleic acid 

=F (C) STRANDEDNESS: single 

N (D) TOPOLOGY: linear 

=p (ii) MOLECULE TYPE: Oligonucleotide 

p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62 

A|GATCCAAA TGGCATCGGA TAATA 



(ji) INFORMATION FOR SEQ ID NO: 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 
TAATTTCACT AATGAATTTC CTAAGATC 
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(2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Oligonucleotide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64 
AAGATCCAAA TGGCATCGGA TAATA 



(2) INFORMATION FOR SEQ ID NO:65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

O (ii) MOLECULE TYPE: Oligonucleotide 

± (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65 

OS 

TilATTTCACT aatgaatttc ctaagatc 

H 

=p 
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APPENDIX 1 - GENBANK 
LOCATION OF HN SEQUENCES 

u01085 .gb-vi 

u01084 .gb-vi 

pi f chb8 3b . gb-vi 

pif chb83a .gb-vi 

u01083 .gb-vi 

u01082 .gb-vi 

uO 1081. gb-vi 

pif cha81a .gb-vi 

pif cha 8 lb .gb-vi 

pif cha80a .gb-vi 

u01080. gb-vi 

pif chb7 9a . gb-vi 

pif chb79b. gb-vi 

u01079 .gb-vi 

u01078. gb-vi 

u01077 .gb-vi 

pif chb77a .gb-vi 

u01076 .gb-vi 

u01075. gb-vi 

u01074 .gb-vi 

u01073 .gb-vi 

pif chb73b . gb-vi 

pif chb73a .gb-vi 

pif chb7 0a .gb-vi 

pif cha 6 6a . gb-vi 

sndha.vi (1957 type sequence) 
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APPENDIX 2 

Influenza A virus matrix protein (M) nucleotide 
sequences information references (from Genbank): 
f laguml2 .gb_vi 
f lamm88 . gb_vi 
f lamaxl2 . gb_vi 
f lampro .gb_vi 
f lamm. gb_vi 
f lama68 . gb_vi 
f lamlm2a . gb_vi 
f lammptp . gbjvi 
f lamk68 .gb_yi 
f lamwi . gb_vi 

Influenza B virus nonstructure protein (NS) nucleotide 
sequence information (from Genbank). 
f lbpa7 9ns . gb_vi 
f lbs i 7 9ns . gb_vi 
f Ibnswt . gb_vi 
f lbsi64ns . gb_vi 
f lbnd59ns . gb_vi 
f lbru69ns . gb_vi 
f Ibh j7 3ns . gb_vi 
f lbnsy .gb_vi 
f lbvi87ns .gb_vi 
f lbht84ns.gb_vi 
f lbid86ns.gb_vi 
f lbgl54ns . gb_vi 
flbnso.gb^vi 

RSV A and B nonstructural protein NS2 (IB) and 
nucleocapsid-associated protein (N) nucleotide sequence 
information . 

Johnson PR and Collins PL. The IB ( NS2 ) , 1C (NS1) and 
N proteins of human respiratory syncytial virus (RSV) of 
antigenic subgroups A and B: sequence conservation and 
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divergence within RSV genomic RNA. Gen. Virol . 70:153 

1989. 

RSVA transmembrane surface protein F (F) nucleotide 
sequence information (from Genbank). 
rshf 1 . gb_vi 
rshf b.gb_vi 
hru31558 .gb_vi 
hru31559 .gb_vi 
hru31560 .gb_vi 
hri31561 -gb_vi 
hru31562 .gb_vi 

RSVB attachment protein G (G) nucleotide sequence 
information. 

Sullender WM, Muff son MA, Anderson LJ, and Wertz GW: 
Genetic diversity of the attachment protein of subgroup B 
respiratory syncytial viruses. Virol . 65: 5425 f 1991. 
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